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Amendments to the Claims: 

This listing of claims will replace all prior versions, and listings, of claims in the 
application: 
Listing of Claims: 
Claims 1-11- (canceled) 

Claim 12. (currently amended) The method of claim 13 wherein said comp aaag 
adjusting comprises calculating an expression ratio of the expression measurement of 
said target gene over the expression measurement of said at least ten maintenance genes. 

Claim 13. (currently amended) A method for determining an adjusted expression 
measurement for the expression of a target gene in a plurality of biological sampl e s 
sample comprising: 

measuring the expression of said target gene in said biological sample to obtain an 
expression measurement of said target gene plurality of sampl e s and simultaneously 
measuring the expression of at least ten maintenance genes in said first biological sample 
to obtain an expression measurement for each of said at least ten maintenance genes 
wherein said at least ten maintenance genes are selected from the group consisting of the 
genes encoding: Profiling Thymosin beta-4 mRNA, Prothymosin alpha mRNA (ProT- 
alpha) 7 Actin depolymerizing factor, Adducin gamma subunit, Myosin regulatory light 
chain, Non-muscle type cofilin, Myeloid cell differentiation protein (MCL1), G Protein 
Pathway Suppressor 1. Histone class C, Proteasome subunit HsClQ-IL Nuclear 
ribonucleoprotein particle (hnRNP) C protein, ADF-ribosvlation factor ^ Integral 
membrane protein calnexin, Lvsyl-tRNA synthetase. Esterase A TP synthas e subunit c 
encodod - by PI, ATP synthas e alpha subunit , V acu o lar ATP synthas e subunit AQ15 

1 



PAGE 3/8 * RCVD AT 711/2004 5:57:50 PM [Eastern Daylight Time] * SVR:USPT0-EFXRF-1/1 * DNIS:8729306 * CSID:4087315392 * DURATION (mm-ss|:0M0 



Ju. 1-01-04' 01:57pm F rom-Af f ymet r ix , Inc. 403 731 5392 T-288 P 004/008 F-099 

Application No.: 09/693,204 

procuroor, ATP Qyn th as e gamma - cubunit QL type), A¥P oynthase beta subuni - fr 
Mitochondrial ATFag e coupling factor 6 subunit ( ATP5A), NaK At paso- bota - l subunit, 
Sodium/potassium transporting ATFase, beta-3 - 6 B ta»it, li i ATP synthace -s ubumt b 7 
ATP-citrate lyase, Vacuolar typo H( l ) ATPas e 11 - 5-fePa subunit, AQP3 aquaporine 3 
(water channel), and Voltage dependent anion channel isoform 1 (VDAC); and adjusting 
the expression measurement of said target gene using the expression measurement of 
each of said at least ten maintenance genes to obtain an adjusted expression measurement 
for said target gene in said biological sample comparin g said e xpression of said zone in 
said plurality of samples using th e expr e ssion of said at least ten maint e nanc e g o nc s as a 
control to normalize the e xpr e ssion of oaid gene in said plurality of samples , 
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